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Hepatitis C High-Res Genotype by Seq 2a 17-257-900019 14-Sep-17 
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 14-Sep-17 08:29:00  Hepatitis C High-Res Genotype by Seq:   
INTERPRETIVE INFORMATION: Hepatitis C High Resolution Genotype  

Hepatitis C viral RNA is assayed using reverse transcription polymerase chain reaction 
(RT-PCR) to amplify specific portions of both the Core and NS5B regions of the viral 
genome. The amplified nucleic acid is sequenced bi-directionally using dye-terminator 
chemistry (ABI). Sequencing data is compared to a database of characterized sequences. 
  
Isolates of hepatitis C virus are grouped into six major genotypes(1-6). These genotypes 
are subtyped according to sequence characteristics. Sequencing both the Core and NS5B 
regions allows for subtyping of all confirmed and most provisional genotypes, including 
differentiation of 1a from 1b and typing of genotype 6. 
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